Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.008 Å; disorder in main residue; R factor = 0.066; wR factor = 0.184; data-to-parameter ratio = 12.4.
In the title compound, [Zn(C 9 
Experimental
Crystal data [Zn(C 9 
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.698, T max = 0.782 5777 measured reflections 2131 independent reflections 1880 reflections with I > 2(I) Table 1 Hydrogen-bond geometry (Å , ). al., 2006) . Incorporation of a benzimidazole moiety into alpha-amino acid molecules appeared to be of interest since the benzimidazole group has known biological activity, and its attachment to a carrier group such as an amino acid can facilitate this activity (Cescon & Day, 1961) . Zinc complexes may be found in numerous biological systems. They function not only as catalytic centres in enzymes, but also as structural elements supporting three-dimensional protein structures (Vallee & Auld, 1990) . In the present paper, we report the synthesis and crystal structure of a new zinc(II) benzimidazole complex, the title compound.
In (I), the Zn(II) ion exhibits a distorted tetrahedral geometry. The coordination sphere of the Zn(II) ion is comprised with two benzimidazole N atoms and two amine N atoms. The Zn-N bond distances (Table 1) Table 2 .
Experimental
All chemicals were of reagent grade and commercially available from the Beijing Chemical Reagents Company of China, and were used without further purification.
The title compound was prepared by adding a methanol solution (5 ml) of Zn(ClO 4 ) 2 .6H 2 O (0.5 mmol) to a methanol solution (10 ml) of 2-aminoethybenzimidazole dihydrochloride (0.5 mmol) (Cescon & Day, 1961) neutralized by potassium carbonate. The mixture was stirred for about four hours and then filtered. Afterwards, the filtrate was slowly evaporated at room temperature to yield colorless crystals of (I) suitable for X-ray analysis. Elemental analyses of the title compound found: C 36.86%, H 3.75%, N 14.33%, and the components of the compound are calculated as C 36.85%, H 3.79%, N 14.30%.
supplementary materials sup-2 Refinement
Disorder is present in the perchlorate anion and aminoethyl bridge and was modelled successfully. H atoms were placed in calculated positions and included in the refinement in the riding-model approximation, with C-H distances in the range 0.93-0.97 Å, N-H distances in the range 0.86-0.90 Å and U iso (H) = 1.2U eq of the carrier atom.
Figures Fig. 1 . The structure of the title compound with 30% displacement ellipsoids. H atoms have been omitted for clarity. 
